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CODE S< SDD 1 R> S< R> CODE LsI S< SDD | R> EUCAST S< R> CODE s< SDD | Re S< R>
ANTIBIOTIC INTERPRETATIVE GRITERIA MIC pig/mL \NTERPREE1L'JA(':F§/SETCRITERIA MIC yg/mL QUALITY CONTROL MIC pg/mL. ANTIBIOTIC INTERPRETATIVE CRITERIA MIC pg/mL INTERPRETATIVE CRITERIA MIC pg/mL QUALITY GONTROL MIC pg/mL ANTIBIOTIC |NTERPRETA#§'/'E CRITERIA — ,NTERPREE#\%,SETCR”EW A — QUALITY CONTROL MIC pg/mL
AMIKACIN AK Enterobacteriaceae 16 32 64 Enterobacteriaceae 8 16 S. aureus ATCC® 29213 1-4 CEFTAROLINE CPT-32 | Enterobacteriaceae 0.5 1 2 Enterobacteriaceae 0.5 0.5 S. aureus ATCC® 29213 0.12-0.5
0.016 - 256 pg/mL P. aeruginosa 16 32 64 |Pseudomonas spp. 8 16 |E. faecalis ATCC® 29212 64-256 0.002 - 32 pg/mL CPT-256  |gtaphylococcus spp. 1 2 4 |s.aureus 1 1 E. faecalis ATCC® 29212 0.25-2 gfa‘%%;gigml_ S g‘ﬂ'e‘ﬂ?:g;‘:f e o ve b gtz’;ﬂggggﬁ: ngu%s B EmEE O oe g: ) ﬂggg ooty 00502
Acinetobacter spp. 16 32 64 Acinetobacter spp. 8 16 E. coli ATCC® 25922 0.5-4 0.016 - 256 pg/mL. Haemophilus spp. 0.5 - S. pneumoniae 0.25 0.25 E. coli ATCC® 25922 0.03-0.12 Streptococcus spp. B-Hemolytic Group 0.25 0.5 1 S. pneumoniae 0.5 0.5 S. pneumoniae (-CO2) ATCC® 49619 0.032-0.125
Other Non-Enterobacteriaceae 16 32 64 |S.aureus 8 16 P. aeruginosa ATCC® 27853 1-4 S. pneumoniae (nonmeningitis) 0.5 - - H. influenzae 0.03 0.03 K. pneumoniae ATCC® 700603 2-8 i::s:gs:gcus spp. Viridans Group 0-225 0215 ; ‘g::;?;ogsﬁ:s :::g::;eo:jxcept & R 045 0"‘5 S ?r‘;zz“goniae (+C02) /’gggg ggg;g 0'0(‘)5‘;-_02'25
Staphylococcus spp. 16 32 64 Coagulase-negative Staphylococci 8 16 Streptococcus spp. B-Hemolytic Group 0.5 - - PK/PD (Non-species related) breakpoints 0.5 0.5 H. influenzae ATCC® 49247 0.03-0.12 Gram-negative anaerobes 4 4 B. thetajotaomicron ATCC® 29741 o8
PK/PD (Non-species related) breakpoints 8 16 S. pneumoniae ATCC® 49619 0.008-0.03 Corynebacterium spp. 0.5 05 E. lenta ATCC® 43055 0.06-0.25
AMOXICILLIN AMX  |S. pneumoniae (nonmeningitis) 2 4 8 |Enterobacteriaceae 8 8 |E col ATCC® 25922 28 B. fragilis ATCC® 25285 4-32 © clfiiglio AICCELI000 225
0.016 - 256 pg/mL. Enterococcus spp. 4 8 K. Pneumoniae ATCC® 700603 >128 B. thetaiotaomicron ATCC® 29741 16-128 COLISTIN CO P aeruginosa 2 - 4 |Enterobacteriaceae 2 2 E. coli ATCC® 25922 0.25-2
Viridans group streptococci 05 2 S. pneumoniae ATCC® 49619 0.03-0.12 E. lenta ATCC® 43055 8-32 0.016 - 256 pg/mL. ©0-1024 | Aginetobacter spp. 2 - 4 Pseudomonas spp. 2 2 P. aeruginosa ATCC® 27853 0.5-4
H. influenzae 2 2 |H.influenzae ATCC® 49766 0.125-0.5 C. difficile ATCC® 700057 2-16 0.064 - 1024 ig/mL. Acinetobacter spp. 2 2
N. meningitidis 012 1 H. influenzae ATCC® 49766 0.004-0.016 DAPTOMYCIN DAP  |Staphylococcus spp. 1 = = Staphylococcus spp. 1 1 S. aureus ATCC® 29213 0.12-1
Gram-positive anaerobes except C. difficile 4 8 CEFTAZIDIME 1z Enterobacteriaceae 4 8 16 | Enterobacteriaceae 1 4 S. aureus ATCC® 29213 4-16 0.016 - 256 pg/mL. Enterococcus spp. 4 S - |Streptococcus groups A, B, C and G 1 1 E. faecalis ATCC® 29212 1-4
Gram-negative anaerobes 05 2 0.016 - 256 pg/mL P. aeruginosa 8 16 32  |Pseudomonas spp. 8 8 E. coli ATCC® 25922 0.06-0.5 Streptococeus spp. B-Hemolytic Group 1 - - S. pneumoniae ATCC® 49619 0.06-0.5
H. pylori 0.12 0.12 Acinetobacter spp. 8 16 32 | PK/PD (Non-species related) breakpoints 4 8 P. aeruginosa ATCC® 27853 1-4 Streptococcus spp. Viridans Group 1 S S
P multocida 1 1 B. cepacia 8 16 32 K. pneumoniae ATCC® 700603 16-64 DORIPENEM DOR Enterobacteriaceae 1 2 4 Enterobacteriaceae 1 2 S. aureus ATCC® 29213 0.016-0.06
Kingella kingae 0.125 0.125 S. maltophilia 8 16 32 H. influenzae ATCC® 49247 0.12-1 0.002 - 32 pg/mL. P. aeruginosa 2 4 8 Pseudomonas spp. 1 2 E. faecalis ATCC® 29212 1-4
PK/PD (Non-species related) breakpoints 2 8 Other Non-Enterobacteriaceae 8 16 32 N. gonorrhoeae ATCC® 49226 0.03-0.12 Acinetobacter spp. 2 4 8 | Acinetobacter spp. 1 2 E. coli ATCC® 25922 0.016-0.06
AMOXICILLIN- AMC  |Enterobacteriaceae 8 16 32 S. aureus ATCC® 29213 0.12:0.5 Staphylococcus spp. 8 16 32 Staphylococeus spp. 05 - - |S-pneumoniae 1 1 P. aeruginosa ATCO® 27853 012-05
CLAVULANIC ACID (2/1) Staphylococcus spp. 4 - 8 E. faecalis ATCC® 29212 0.25-1 Haemophilus spp. 2 - - Haemophilus spp. 1 - - |Viridans group streptococci 1 1 H. influenzae ATCC® 49766 0.06-0.25
0.016 - 256 pg/mL Haemophilus spp. 4 8 E. coli ATCC® 25922 2-8 N. gonorrhoeae 0.5 - - S. pneumoniae 1 - - H. influenzae 1 1 S. pneumoniae ATCC® 49619 0.03-0.12
S. pneumoniae (nonmeningitis) 2 4 8 E. coli ATCC® 35218 4-16 CEFTAZIDIME- CZA Not available Enterobacteriaceae 8 8 S. aureus ATCC® 29213 4-16 Streptococcus spp. B-Hemolytic Group 0.12 - - M. catarrhalis 1 1 C. difficile ATCC® 700057 0.5-4
Anaerobes 4 8 16 K. pneumoniae ATCC® 700603 416 Q\Q?é\?gégug/rngl_/mu z;j:dDo(mg:?sspsei'i]és related) breakpoints g g 5 :gr‘ilgmosa §88§ g?ggg 03?5-35 i::z:sg:scus 3PP Vicans Group ; :; é 2:::2:5‘“% nacrobes except C. difiele ! !
H. influenzae ATCC® 49247 2-16 E. coli ATOO® 35218 0.03-0.12 gative anaerobes 1 1
S. pneumoniae ATCC® 49619 0.03-0.12 K. pneumoniae ATCC® 700603 0.25-2 PK/PD (Non-species related) breakpoints 1 2
B. fragilis ATCC® 25285 0.25-1 E ::::EZ:;:: §gg§ 2352; oo(ﬁg:glgs DOXYCYCLINE DC En‘lerobactenaceae 4 8 16 Staphylococcus spp. 1 2 S. aureus ATCC® 29213 0.12-0.5
B. thetaiotaomicron ATCC® 29741 0.25-1 S.‘ pneumoniae ATCO® 49619 .0.25-é 0.016 - 256 pg/mL Acinetobacter spp. ; 4 8 16 Streptococc.us groups A, B, Cand G 1 2 E. faef:alls ATCC® 29212 2-8
ARG R | B 8 16 82 |Enterobacteriaceae 8 8  |S.aureus ATCC® 29213 05-2 CEFTIBUTEN Enterobacteriaceae 8 16 32 |Enterobacteriaceae (UTI only) 1 1 E. coli ATCC® 25922 01205 Other Non-Enterobacteriaceas ¢ 8 05| e ! 2 |Bel ATCO® 25922 052
0.016 - 256 pg/mL Staphylococcus spp. 0.25 - 0.5 |Enterococcus spp. 4 8 E. faecalis ATCC® 29212 0.5-2 0.002 - 32 pg/mL CBT  |H. influenzae P _ _ (41, (R EEED 1 1 (41, [ EEED ATCC® 49247 0.25-1 Staphylococcus spp. & 8 16 |H. influenzae 1 2 S. Pneumomae ATCC® 49619 0.016-0.12
Enterococcus spp. 8 - 16 S. pneumoniae 05 2 E. coli ATCC® 25922 2-8 H. influenzae ATCC® 49766 0.016-0.06 Enterococcus spp. 4 8 16 M. catarrhalis 1 2 H. influenzae ATCC® 49766 0.25-1
IREETEilles e 1 2 4 |Viridans group streptococci 05 2 |E coli ATCC® 35218 >3 CEFTIZOXIME CZ  |Enterobacteriaceae 1 2 4 |Notavailable S. aureus ATCC® 29213 28 SEIEIIED 025 05 T |Pmultocida ! !
Streptococcus spp. B-Hemolytic Group 0.25 = - |H. influenzae 1 1 K. pneumoniae ATCC® 700603 >128 0.002 - 32 pg/mL CZ-256 | Other Non-Enterobacteriaceae 8 16-32 64 E. coli ATCC® 25922 0.03-0.12 Kingella kingae 05 0.5
Streptococcus spp. Viridans Group 0.25 0.5-4 8  |N. meningitidis 042 1 04, (iverr D ATCC® 49247 2.8 0.016 - 256 pg/mL ataphy\or(':c‘)ccus spp. g 16-32 64 E ge;lug\nosa gggg %gig 010%-6615 ENROFLOXACIN EF Refer to CLSI VET01S Not available S. aureus ATCC® 29213 0.03-0.12
N. meningitidis 012 0251 2 |Gram-positive anaerobes except C. difficile 4 8 |[S.pneumoniae ATCC® 49619 0.06-025 N gonorthoean 05 ) _ S proumanias ATOC® 49610 o1o0s 0.002 - 32 pg/mL. E. faecalis ATCC® 20212 0.12-1
Anaerobes 05 1 2 | Gram-negative anaerobes 05 2 |H.influenzae ATCC® 49766 0.06-0.25 Anaerobes 32 64 128 B. thetaiotaomicron ATCC® 29741 4-16 E. coli ATCC® 25922 0.008-0.03
L. monocytogenes 1 1 B. fragilis ATCC® 25285 16-64 N. gonorrhoeae ATCC® 49226 0.008-0.03 P. aeruginosa ATCC® 27853 1-4
BanEts 1 1 B ., ATCC® 29741 16-64 . . E. lenta ATCC® 43055 16-64 ERTAPENEM ETP  |Enterobacteriaceae 05 1 2 |Enterobacteriaceae 05 1 S. aureus ATCC® 29213 0.06-0.25
e e D ETE D 0.5 025 |C.difficile ATCC® 700057 14 CEFTOBIPROLE BPR-32 | Not available Enterobacteriaceae 0.25 025 |S. aureu? ATCC® 29213 0.12-1 0.002 - 32 pg/mL. Staphylococcus spp. 2 4 8 S. pneumoniae 05 05 E. faecalis ATCC® 29212 4-16
Kingella kingae 0.06 0.06 0.002 - 32 pg/mL SamEm 2 2 e ATCC® 29212 0.06-0.5 Haemophilus spp. 05 - |Viridans group streptococci 05 05  |E coli ATCC® 25922 0.004-0.016
EK/RDINonzspeciesirelated) breekpaints 2 g ik?:;u(xz:izzecies related) breakpoints 0;15 01;5 El :SLginosa i:ggg ijiii 0'0?:2'12 : preumonia i ! 2 ¢ H influenza e bt § éerUQinosa AToce2ress 2
AMPICILLIN - AMS Enterobacteriaceae 8 16 32 E. coli ATCC® 25922 2.8 @ treptococcus spp. B-Hemolytic Group 1 = = M. catarrhalis 0.5 0.5 H. influenzae ATCC® 49766 0.016-0.06
SULBACTAM (2/1) Acinetobacter spp. 8 16 32 E. coli ATCC® 35218 8-32 H. !"ﬂ“e"‘zae ATCC® 49247 0.12-1 Streptococeus spp. Viridans Group 1 - - Gram-positive anaerobes except C. difficile 1 1 S. pneumoniae ATCC® 49619 0.03-0.25
0.016 - 256 pg/mL Staphylococcus spp. 8 16 32 K. pneumoniae ATCC® 700603 8-32 b D ATCC® 49766 0.016-0.06 Anaerobes 4 8 16 |Gram-negative anaerobes 1 1 B. fragilis ATCC® 25285 0.06-0.25
Haemophilus spp. 2 . 4 H. influenzae ATCC® 49247 2.8 : ; S. pneumoniae ATCC® 49619 0.004-0.03 PK/PD (Non-species related) breakpoints 05 1 B. thetaiotaomicron ATCC® 29741 0.25-1
; 0w e ST s | |G A B T e e TR ) £ e
B. thetaiotaomicron ATCC® 20741 052 0.016 - 256 pg/mL Streptococcus spp. Viridans Group 8 16 32 P. aeruginosa ATCC® 27853 0.25-1 ERYTHROMYCIN EM | Staphylococcus spp. 05 -4 8 |Staphylococous spp. ! 2 |Saureus ATOC® 20213 0.25-1
H. influenzae ATCC® 49766 0.06-0.25 E. coli ATCC® 35218 0.06-0.25 0.016 - 256 pg/mL Enterococcus spp. 0.5 1-4 8 Streptococcus groups A, B, Cand G 0.25 0.5 E. faecalis ATCC® 29212 1-4
C.difficile ATCC® 700057 0.5-4 K. pneumoniae ATCC® 700603 0.5-2 S. pneumoniae 0.25 0.5 1 |S. pneumoniae 0.25 0.5 |S. pneumoniae (-CO2) ATCC® 49619 0.032-0.125
E. lenta ATCC® 43055 0.25-2 g |nf|uenzag ATCC® 49247 05-2 Streptococcus spp. B-Hemolytic Group 0.25 0.5 1 H. influenzae 0.5 16 S. pneumoniae (+C0O2) ATCC® 49619 0.064-0.25
3 . . pneumoniae ATCC® 49619 0.25-1
AZITHROMYCIN AZ S. Typhi 16 - 32 Staphylococcus spp. 1 2 S. aureus. ATCC® 29213 0.5-2 B. fragilis ATCC® 25285 0.12-1 Streptococcus spp. Viridans Group 0.25 0.5 1 M. catarrhalis 0.25 0.5 H. influenzae ATCC® 49766 2-8
0.016 - 256 pg/mL. Staphylococcus spp. 2 4 8 |Streptococcus groups A, B, C and G 025 05  |H.influenzae (-CO2) ATCC® 49247 14 . B. thetaiotaomicron ATCC® 29741 16-128 L. monocytogenes 1 1
4, s 4 ~ _ S. peumoniae 0.25 05 H. influenzae (+CO2) ATCC® 49247 416 CEFTRIAXONE T-I);)-(g Enferobaclenaceae 1 2 4 Enlerobaclerlaceae 1 2 S. aur.eus ATCC® 29213 1-8 C. jejuni 4 4
S. pheumoniae 05 1 P (4] i ibEEED 0.12 4 S. pneumoniae (-CO2) ATCC® 49619 0.06-0.25 0.002 - 32 pg/mL. Acinetobacter spp. 8 16-32 64 S. pneumoniae 0.5 2 E. coli ATCC® 25922 0.03-0.12 C. coli 8 8
Streptococcus spp. B-Hemolytic Group 05 1 P 1, a=reniEds 0.25 05 S. pneumoniae (+C02) ATCC® 49619 052 0.016 - 256 pg/mL Other Non-Enterobacteriaceae 8 16-32 64 Viridans group streptococci 0.5 0.5 P. aeruginosa ATCC® 27853 8-64 Kingella kingae 0.5 0.5
Streptococcus spp. Viridans Group 0.5 1 2 |N. gonorrhoeae 0.25 0.5 H. influenzae ATCC® 49766 0.5-2 SIS & e N BiE @i | (=D ACEOLRY DES0Hs FLORFENICOL FFGC-256 |Refer to CLSI VETO1S Not available S. aureus ATCC® 29213 2-8
N. meningitidis 2 - - |Kingella kingae 025 025 _|N. gonorrhoeae ATCC® 49226 0.25-1 R D T 2 : ? LS ! 8 |[EhemamEs (EEDZER) WIS (DM =il E. faecalis ATCC® 29212 28
AZTREONAM AT |Enterobacteriaceae 4 8 16 |Enterobacteriaceae 1 4 |E col ATCO® 25922 0.06-0.25 N. gonorrhoeae 025 - - |N-gonorrhoeae 012 012 N. gonorrhoeae HUESX 0.004-0.016 E. coll ATCC® 25922 28
0.016 - 256 pg/mL. AT1024 | p aeruginosa 8 16 32 |Pseudomonas spp. 1 16 P. aeruginosa ATCC® 27853 28 S. pneumoniae (meningitis) 0.5 1 2 N. meningitidis 0.12 0.12 H. influenzae ATCC® 49766 0.002-0.008 S. pneumoniae ATCC® 49619 1-4
0.064 - 1024 pg/mL Other Non-Enterobacteriaceae 8 16 32 |PK/PD (Non-species related) breakpoints 4 8 K. pneumoniae ATCC® 700603 8-64 S. pneumoniae (nonmeningftis) 1 2 4 Kingella kingae 0.06 0.06 B. fragilis ATCC® 25285 s2-128 FOSFOMYCIN FM-256 | Enterobacteriaceae 64 128 256 | Enterobacteriaceae 32 32 S. aureus ATCC® 29213 0.5-4
Haemophilus spp. 2 ~ B E. coli ATCC® 35218 0.03-0.12 Streptococcus spp. B-Hemolytic Group 0.5 - - PK/PD (Non-species related) breakpoints 1 2 B. thetaiotaomicron ATCC® 29741 64-256 0.016 - 256 pug/mL. FM Enterococcus spp. 64 128 256 | Staphylococcus spp (iv) 32 32 E. faecalis ATCC® 29212 32-128
H. influenzae ATCC® 49247 0.12-0.5 Streptococcus spp. Viridans Group 1 2 4 0.064 - 1024 pg/mL E. coli ATCC® 25922 0.5-2
BACITRACIN BA | Notavailable Not available S. aureus ATCC® 29213 8-32 DD ChiE] y ) P. aeruginosa ATCC® 27853 2-8
0.016 - 256 pg/mL Anaerobes 16 32 64 FUSIDIC ACID FU Not available Staphylococcus spp. 1 1 S. aureus ATCC® 29213 0.06-0.25
CEFACLOR OF | Enterobacteriaceas s o 3 |5, proumonias 0.05 05 |5 aueus ATCC® 29213 I CEFUROXIME XM | Enterobacteriaceae (parenteral) 8 16 32 |Enterobacteriaceae 8 8 S. aureus ATCC® 29213 05-2 0.016 - 256 pg/mL. S. pneumoniae ATCC® 49619 432
0.016 - 256 pg/mL. Staphylococeus spp. 8 16 32 |H. influenzae 05 05 E. coli ATCC® 25022 14 0.016 - 256 pg/mL Enterobacteriaceae (oral) 4 8-16 32 |S. pneumoniae (iv) 0.5 1 E. coli ATCC® 25922 2-8 GATIFLOXACIN GA Enterobacteriaceae 2 4 8  |Not available S. aureus ATCC® 29213 0.03-0.12
Haemophilus spp. 8 16 32 H. influenzae ATCC® 49766 14 Haemophilus spp 4 8 16 S. pneumoniae (oral) 0.25 0.5 H. influenzae ATCC® 49766 0.25-1 0.002 - 32 pg/mL P. aeruginosa 2 4 8 E. faecalis ATCC® 29212 0.12-1
S. preumoniae 4 5 4 . preumonias ATOC® 49619 1 N. gonorrhoeae 1 2 4 |Viridans group streptococci (iv) 05 05 |S. pneumoniae ATCC® 49619 0.25-1 Acinetobacter spp. 2 4 8 E. coli ATCC® 25922 0.008-0.03
CEFAZOLIN CFZ | Enterobacteriaceae 2 4 8 |Viridans group streptococci 05 0.5 S. aureus ATCC® 29213 0.25-1 S. peumoniae (parenteral) 05 ! 2 [H-influenzae (iv) ! 2 N- gonorrhoeae ATCC® 49226 0.25-1 Other Non-Enterobacteriaceae 2 4 8 P aeruginosa ATCC® 27853 05-2
0.016 - 256 pg/mL Enterobacteriaceae (surrogate 16 32 |PK/PD (Non-species related) breakpoints 1 2 |E col ATCC® 25922 1-4 S. peumoniae (oral) ! 2 4 |H-influenzae (ora) 0.12 ! Staphylococeus spp. 05 1 2 S. pneumoniae ATCC® 49619 0.12:0.5
test for uncomplicated UTI) M. catarrhalis (iv) 4 8 Enterococcus spp. 2 4 8 N. gonorrhoeae ATCC® 49226 0.002-0.016
CEFEPIME PM-32 | Enterobacteriaceae 2 4-8 - 16 |Enterobacteriaceae 1 4 S. aureus ATCC® 29213 1-4 M. catarrhalls (oral) 0.12 4 Haemophilus spp. 1 - - H. influenzae ATCC® 49247 0.004-0.03
0.002 - 32 pg/mL PM P. aeruginosa 8 16 32 |Pseudomonas spp. 8 8 E. coli ATCC® 25922 0.016-0.12 Kingella kingae (iv) 0.5 05 N. gonorrhoeae 0.125 0.25 05
0.016 - 256 pg/mL Acinetobacter spp. ) 8 16 32 S‘. pneumoniae ) 1 2 E. coli ) ATCC® 35218 0.008-0.06 PK/PD (Non-species related) breakpoints (iv) 4 8 S. pneumoniae 1 2 4
S;h:r;;‘;Saﬁ;‘fgﬁ’ame”a”ae g 6 3 ‘:"_”il‘izz:r?g:p streptococe 0%55 o[?'zss zfl‘lfa”ug':::: ﬂggg %gfg g:g:‘; CEPHALOTHIN CE  [Notavailable Not available S. aureus ATCC® 29213 0.12-0.5 Streptococaus spp. B-Hemolytic Group Y 2 4
N. gonorrhoeae 05 - - M. catarrhalis 4 4 S. pneumoniae ATCC® 49619 0.03-0.25 0.016 - 256 pg/mL E. coli ATCC® 25922 4-16 Streptococcus spp. Viridans Group 1 2 4
S. pneumoniae (memngit_is) 0.5 1 2 PK/PD (Non-species related) breakpoints 4 8 N. _gonorrhoeae ATCC® 49226 0.016-0.06 S. pneumoniae ATCC® 49619 0.5-2 GEMIFLOXACIN GEM Enterobacteriaceae 0.25 05 1 Not available S. aureus ATCC® 29213 0.008-0.03
gtrzgf:o"c‘gc“j‘:é::”’é‘e'_"‘;’r‘g‘o‘l‘;z‘c Group 01_5 2 4 E_‘ g‘:‘e"fr’r“éf:ﬁae ﬂggg ‘;gggga 0‘03_750_'21 25 CHLORAMPHENICOL oL [Enterobacteriaceae 8 16 32 |Enterobacteriaceae 8 8 s aueus ATCC® 29213 2-16 0.002 - 32 pg/mL_ T, 012 . E. fascalis ATCC® 29212 0.016-0.12
Streptococcus spp. Viridans Group 1 2 4 0.016 - 256 pg/mL B. cepacia 8 16 32 Staphylococcus spp. 8 8 E. faecalis ATCC® 29212 4-16 S. pneumoniae 0.12 0.25 0.5 E. coli ATCC® 25922 0.004-0.016
CEFIXIME CFM | Enterobacteriaceae 1 2 4 |Enterobacteriaceae 1 1 S. aureus ATCC® 29213 8-32 S. maltophilia 8 16 32 |Streptococeus groups A, B, G and G 8 8  |Ecol ATCC® 25922 28 P. aeruginosa ATCC® 27853 0.25-1
0.016 - 256 pg/mL. Haemophilus spp. 1 - . H. influenzae 012 012 E. coli ATCC® 25922 0.25-1 Other non Enterobacteriaceae 8 16 32 S. pneumoniae 8 8 H. influenzae ATCC® 49247 0.25-1 H. influenzae ATCC® 49247 0.002-0.008
N. gonorrhoeae 0.25 = - M. catarrhalis 05 1 H. influenzae ATCC® 49247 0.12-1 Staphylococcus spp. 8 16 32 |H.influenzae 2 2 S. pneumoniae ATCC® 49619 2-8 S. pneumoniae ATCC® 49619 0.008-0.03
N. gonorrhoeae 0.12 0.12 N. gonorrhoeae ATCC® 49226 0.004-0.03 Enterococcus spp. 8 16 32 | M. catarrhalis 2 2 B. fragilis ATCC® 25285 2-8 GENTAMICIN GM Enterobacteriaceae 4 8 16 |Enterobacteriaceae 2 4 S. aureus ATCC® 29213 0.12-1
v fiEiEe ATCC® 49766 0.016-0.06 Haemophilus spp. 2 4 8 N. meningitidis 2 4 B. thetaiotaomicron ATCC® 29741 4-16 0.016 - 256 pg/mL. GM-1024 | P. aeruginosa 4 8 16 Pseudomonas spp. 4 4 E. faecalis ATCC® 29212 4-16
CEFOPERAZONE / PS  INot availabie Not available £ ool ATCC® 25922 012505 S. peumoniae 4 - 8 |Gram-positive anaerobes except C. difficile 8 8 |H.influenzae ATCC® 49766 0.25-1 0.064 - 1024 pg/mL. o etODaCter PP erincens . s 15 | Acietobacter spp. 4 P g:r'l“ginosa e ooz P
SULBACTAM (2/1) E. coli ATCC® 35218 0.25-1 Streptococcus spp. B-Hemolytic Group 4 8 16 Gram-negative anaerobes 8 8 Staphylococcus spp. 4 8 16 | Coagulase-negative Staphylococci 1 1
0.016 - 256 pg/mL. P.aeruginosa ATCC® 27853 2-8 Streptococcus spp. Viridans Group 4 8 16 Enterococcus spp. (screening 500 - 500 | Corynebacterium spp. 1 1
CEFOTAXIME CT Enterobacteriaceae 1 2 4 Enterobacteriaceae 1 2 S. aureus ATCC® 29213 1-4 N. meningitidis 2 4 8 test for HLAR) PK/PD (Non-species related) breakpoints 2 4
0.002 - 32 pg/mL. CT2 | Acinetobacter spp. 8 16-32 64 |S. pneumoniae 0.5 2 E. coli ATCC® 25922 0.03-0.12 Anaerobes 8 16 32 Eg:rf(;crici;x»s\eS\?eFI).gentamicin resistance) 8 8
0.016 - 256 pg/mL Other Non-Enterobacteriaceae 8 16-32 64 Viridans group streptococci 0.5 0.5 P. aeruginosa ATCC® 27853 8-32 CIPROFLOXACIN cl Enterobacteriaceae except 1 2 4 Enterobacteriaceae 025 05 S. aureus. ATCC® 29213 0.12-05 IMIPENEM Y] Enterobacteriaceas 7 2 2 Enterobacteriaceas 2 s S. aureus ATCC® 29213 0.016-0.06
Staphylococcus spp. 8 16-32 64 |H.influenzae 012 012 |H. influenzae ATCC® 49247 0.12:0.5 0.002 - 32 pg/mL Salmonella spp. 0.06 01205 1 |Salmonellaspp. 0.06 0.06 |E. faecalis ATCC® 29212 0252 0,002 - 32 pg/mL IPM-256 | qeruginosa 2 4 8 |Pseldomonas'spp! 4 8 |E. faecalis ATCC® 29212 05-2
Fiaemophilus spp. 2 ) - M- catarrhalis ! 2 |S:pneumonias ATCC® 49619 0.08-012 P. aeruginosa 1 2 4 | Pseudomonas spp. 05 05 | coli ATCC® 25922 0.004-0.016 0.016 - 256 pg/mL Acinetobacter spp. 2 4 8 |Acinetobacter spp. 2 8  |E ool ATCC® 25922 0.06-0.25
ST 05 ) °  |PhEemies WA @B | [ EEEiE=zzD EEDCEE il Acinterobacter spp- 1 2 4 |Acinetobacter spp. 1 1 |Paeruginosa ATCC® 27853 0.25-1 Other Non-Enterobacteriaceae 4 8 16 |Enterococcus spp. 4 8 |Paeruginosa ATCC® 27853 1-4
S. pneumoniae (meningitis) 05 1 2 |N. meningitidis 012 012 |H. influenzae ATCC® 49766 0.004-0.016 Other non Enterobacteriaceae 1 2 4 |Staphylococcus spp. 1 1 H. influenzae ATCC® 49247 0.004-0.03 Staphylococcus spp. 4 8 16 |S. pneumoniae 2 2 H. influenzae ATCC® 49766 0.25-1
S PIENEHED (RET TEHREE) ! 2 G| [iist e W [T (UCEOEH s Staphylococcus spp. 1 2 4 | Enterococeus spp. 4 4 |N.gonorrhoeae ATCO® 49226 0.001-0.008 Haemophilus spp. 4 = - | Viridans group streptococei 2 2 |s. peumoniae ATCC® 49619 0.03-0.12
Streptococcus spp. B-Hemolytic Group 0.5 - - Kingella kingae 0.12 0.12 B. thetaiotaomicron ATCC® 29741 16-64 Enterococcus spp. 1 2 4 S. pneumoniae 012 2 M, il ATCC® 49766 0.004-0.016 S EREmETED 012 0.25-05 1 H. influenzae 2 2 B. fragilis ATCC® 25285 0.03-0.125
Streptococcus spp. Viridans Group 1 2 4 PK/PD (Non-species related) breakpoints 1 2 E. lenta ATCC® 43055 64-256 Haemophilus spp. 1 _ _ N ienzas) 0.06 0.06 Ty 4 8 16 0 GRS 2 2 R ATCC® 29741 0.125-0.5
Wb Wibs > : N. gonorrhoeae 0.06 01205 1 |M. catarrhalis 05 05 Gram-positive anaerobes except C. difficile 2 8 |Elenta ATCC® 43055 0.125-0.5
Anagrobes 16 32 64 N. meningitidis 0.03 006 0412 |N.gonorrhoeae 003 0.06 o 2 8
CEFOTETAN CN Enterobacteriaceae 16 32 64 Not available S. aureus ATCC® 29213 4-16 N. meningitidis 0.03 0.03 PK/PD (Non-species related) breakpoints 2 8
0.016 - 256 pg/mL Staphylococcus spp. 16 32 64 E. coli ATCC® 25922 0.06-0.25 P. multocida 0.06 0.06 KANAMYCIN KM Enterobacteriaceae 16 32 64 Not available S. aureus ATCC® 29213 1-4
N- gonorthoeae 2 4 8 N. gonorhoaae ATCC® 49226 052 C. jejuni and coli 05 05 0.016 - 256 pg/mL Staphylococcus spp. 16 32 64 E. faecalis ATCC® 29212 16-64
Anaerobes 16 32 64 B. fragilis ATCC® 25285 4-16 Corynebacterium spp. 1 1 E. coli ATCC® 25922 1-4
B. thetaiotaomicron ATCC® 20741 32-128 Aerococcus sanguinicola and urinae 2 2 LEVOFLOXACIN L= Enterobacteriaceae 0.12 0.25-1 2 Enterobacteriaceae 05 1 S. aureus ATCC® 29213 0.06-0.5
E. lenta ATCC® 43055 32128 Kingella kingae 0.06 0.06 0.002 - 32 ig/mL_ P. aeruginosa 2 4 8 | pseudomonas spp. 1 1 |E faccalis ATCC® 20212 0252
CEFOXITIN FX Enterobacteriaceae 8 16 32 S. aureus and S. lugdunensis 4 4 S. aureus ATCC® 29213 1-4 PK/PD (Non-species related) breakpoints 0.25 05 Sclg:tzzia:ter spp. g 3 g e aT. 05 5 E. col ATCC® 25922 0.008-0.06
0.016 - 256 pg/mL Staphylococcus spp. 4 - 8 (Methicillin/Oxacillin Resistant E. coli ATCC® 25922 2-8 CLARITHROMYCIN CH Staphylococcus spp. 2 4 8 Staphylococcus spp. 1 2 S. aureus ATCC® 29213 0.12-0.5 S: maﬁtophiha 2 4 8 Staphylococcus spp. 1 1 P. aeruginosa ATCC® 27853 0.5-4
ST 2 4 G [Si=evicceee) DhEIIEE= UEEDCEE 02 0.016 - 256 pg/mlL H. influenzae 8 16 32 [Streptococeus groups A, B, C and G 0.25 05 |H. influenzae (-CO2) ATCC® 49247 416 Other Non-Enterobacteriaceae 2 4 8 | Enterococaus spp. 4 4 |H.infuenzae ATCC® 49247 0.008-0.03
Anaerobes 1 %2 64 B. fragilis ATCC® 25285 SIS S. pneumoniae 0.25 05 1 |s. pneumoniae 0.25 05 |H.influenzae (+C02) ATCC® 49247 8-32 S e ; : 4 | streptococous groups A, B, G and G 2 > |S. pneumoniae ATCC® 49619 052
8. thetaiotaomicron EEDET e Streptococcus spp. f-Hemolytic Group 0.25 05 1 |H. influenzae 1 32 |S. pneumoniae (-CO2)  ATCC® 49619 0.032-0.125 EEREIDE 2 = - |s. peumoniae 2 2 |H.influenzae ATCC® 49766 0.008-0.03
; . Edlora CICEBEGN5 2l Streptococeus spp. Viridans Group 0.25 05 1 | M. catarrhalis 0.25 05  |S.pneumoniae (+CO2  ATCC® 49619 0.064-0.25 S. pneumoniae ; 2 4 8 | H. influenzae 0.06 0.06
gil:zlfl;l\gig/mL CPO Not available Not available H. influenzae ATCC® 49247 0.25-1 H‘. pylori . 0.25 05 H. influenzae ATCC® 49766 416 2{:2{22222:: zzg \Bli-:Ideamn:Ig:gimup g 3 g M. calaltrhahs 1 1
E ; Kingella kingae 0.5 0.5 N. meningitidis 0.03 0.06 0.12 |H. pylori 1 1
CEFPODOXIME PX Enterobacteriaceae 2 4 8 Emerobacte!'laceae 1 1 S. aureus ATCC® 29213 1-8 P multocida 0.06 0.06
0.016 - 256 pg/mL Staphylococcus spp. 2 4 8 S. pneumoniae 0.25 0.5 E. coli ATCC® 25922 0.25-1
Haemophilus spp. 2 - - H. influenzae 0.25 0.5 E. coli ATCC® 35218 0.12-0.5 Aerococcus sanguinicola and urinae 2 2
N. gonorrhogae 0.5 = = K. pneumoniae ATCC® 700603 4-32 Kingella kingae 0.125 0.125
S EIEImEED LS ! 2 g :‘r:::r:zoan?ae ﬁlggg 23(2;1‘; 0%:?_50-1‘2 PK/PD (Non-species related) breakpoints 0.5 1
N. gonorrhoeae ATCC® 49226 0.03-0.12
H. influenzae ATCC® 49766 0.03-0.125
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Bioanalyse TABLE 1: Interpretative Criteria and Quality Control Ranges For MIC Test Strips Update: 30.12.2020 Page (2/2)
CODE LSI S=< SDD | R= EUCAST S=< R> CODE LSI S=< SDD | R= EUCAST S=< R> CODE cLsI | EUCAST S=< R> MIC pg/mL
ANTIBIOTIC INTERPRETATIVE CRITERIA MIC pg/mL INTERPRETATIVE CRITERIA MIC pg/mL QUALITY CONTROL MIC pg/mL. ANTIBIOTIC INTERPRETATIVE CRITERIA MIC pg/mL INTERPRETATIVE CRITERIA MIC pg/mL QUALITY CONTROL MIC pg/mlL ANTIFUNGAL INTERPRETATIVE CRITERIA 5 S< MIC pg/mL Rz INTERPRETATIVE CRITERIA 6 MIC pg/mL QUALITY CONTROL 48 Hours
LINEZOLID Lz Staphylococcus spp. 4 = 8 Staphylococcus spp. 4 4 S. aureus ATCC® 29213 1-4 POLYMYXIN B PB-1024 |P. Aeruginosa 2 4 8 Not available E. coli ATCC® 25922 0.25-2 KETOCONAZOLE KE Not available Not available C. parapsilosis ATCC® 22019 0.032-0.125
0.016 - 256 pg/mL. Enterococcus spp. 2 4 8 Enterococcus spp. 4 4 E. faecalis ATCC® 29212 1-4 0.064 - 1024 pg/mL Acinetobacter spp. 2 - 4 P. aeruginosa ATCC® 27853 0.5-2 0.002 - 32 pg/mL g kl'gse' nggg ggggs 0 0%82%-1032
S. pneumoniae 2 - Streptococcus groups A, B, C and G 2 4 |s. pneumoniae ATCC® 49619 0252 RIFAMPICIN Rl |Staphylococcus spp. 1 2 4 |Staphylococcus spp. 0.06 05 |s.aureus ATCC® 29213 0.004-0.016 - albicans 80
Streptococcus spp. B-Hemolytic Group 2 ~ - S. pneumoniae 2 4 B. fragilis ATCC® 25285 2-8 0.002 - 32 pg/mL RI-256 Enterococ_cus spp. 1 2 4 Streptococcus groups A, B, C and G 0.06 0.5 E. faecalis ATCC® 29212 0.5-4 POSACONAZOLE POS Not available C. albicans 0.06 0.06 C. parapsilosis ATCC® 22019 0.032-0.25
Strept Viridans Gi 5 c bacteri 2 2 B. thetaiotaomi ATCC® 29741 o8 0.016 - 256 pg/mL Haemophilus spp. 1 2 4 S. pneumoniae 0.06 0.5 E. coli ATCC® 25922 4-16 0.002 - 32 pg/mL C. parapsilosis 0.06 0.06  |C. krusei ATCC® 6258 0.125-0.5
reptococcus spp. Viridans Group - - oryneoactenum spp. aihetalotaomicron -~ S. pneumoniae 1 2 4 H. influenzae 1 1 P. aeruginosa ATCC® 27853 16-64 C. tropicalis 0.06 0.06 C. albicans ATCC® 90028 0.032-0.125
PK/PD (Non-species related) breakpoints 2 4 E. lenta ATCC® 43055 0.5-2 N. meningitidis 0.5 1 2 N. meningitidis 0.25 0.25 H. influenzae ATCC® 49247 0.25-1 A. fumigatus 0.12 0.25
C. difficile ATCC® 700057 1-4 H. pylori ) 1 1 S. pneumoniae ATCC® 49619 0.016-0.06 A. terreus 012 0.25
MARBOFLOXACIN MAR-32 |Refer to CLSI VETO1S Not available S. aureus ATCC® 29213 0.12-05 Corynebacterium spp. . 0.0 05 (H.influenzae ATCC® 49766 0:25-1 VORICONAZOLE VOR-32 |C. albicans 0.12 0.25-05 1 |c. albicans 012 012 [C. parapsilosis ATCC® 22019 0.016-0.064
Aerococcus sanguinicola and urinae 0.12 0.12 y c c. " c. A cC®
0.002 - 32 pg/mL E. fascalis ATCC® 29212 052 Kingella kingae 0.5 0.5 0.002 - 32 pg/mL Skrusei 05 ! 2 |C. parapsilosis 0.12 012 0. krusei ATCC® 6258 0.25-1
C. parapsilosis 0.12 0.25-0.5 1 C. tropicalis 0.12 0.12 C. albicans ATCC® 90028 0.004-0.016
E. coli ATCC® 25922 0.008-0.03 SPECTINOMYCIN SPT-1024 |N. gonorrhoeae 32 64 128  |N. gonorrhoeae 64 64 N. gonorrhoeae ATCC® 49226 8-32 C. tropicalis 0.12 0.25-0.5 1 A. fumigatus 1 2
P. aeruginosa ATCC® 27853 0.5-2 0.064 - 1024 pg/mL
MECILLINAM MM Enterobacteriaceae 8 16 382 | Enterobacteriaceae 8 8 E. coli ATCC® 25922 0.03-0.25 STREPTOMYCIN SM Enterococcus spp. 500 - 1000 | Enterococcus spp. 512 512 E. coli ATCC® 25922 2-8
0.016 - 256 pg/mL 0.016 - 256 pg/mL. SM-2  |(screening test for HLAR) (test for high-level streptomycin resistance) P. aeruginosa ATCC® 27853 8-32
MEROPENEM P |Entorbecterincese 1 2 4 |Enterobacteriaceae 2 8 |S.aureus ATCC® 29213 0.03-0.12 Zﬂi;’;i:;i/:z;m —— . — Z faccalis ::ZEZ zz:z 6:'226 RESISTANCE DETECTION
- - i - ot available ot available . aureus -
0.002 - 32 pg/ml. P aeruginosa 2 4 8 |Pseudomonas spp. 2 8 E. faecalis ATCC® 29212 >8 ) ESBL: Spectrum Beta Lactamase CODE INTERPRETATIVE CRITERIA Refer to MTS26 QUALITY CONTROL MIC  pg/mL
0.016 - 256 ug/ml. Acinetobacter spp. 2 4 8 Acinetobacter spp. 2 8 E. col ATCC® 25922 0.008-0.06 TR Ecol AToce 20922 2128 CEFEPIME / CEFEPIME + CLAVULANIC ACID (4 pg/mL) PM/PML  |PM 2 0.25 pg/mL and PM/PML > 8 ug/mL or def i f elli hants B ATCC® 27853 PM 0.5-2
m 0. mL an > 'mL or deformation of ellipse or phantom zone . aeruginosa .5-
B. cepacia 4 8 16 |$S. pneumoniae (infections other than meningitis) 2 2 P. aeruginosa ATCC® 27853 0.12-1 TEICOPLANIN ™ Staphylococcus spp. 8 16 32 |S.aureus 2 2 S. aureus ATCC® 29213 0.25-1 * (4 g/ml) o Ho ! B P “ uo
Other Non-Enterobacteriaceae 4 8 16 |$S. pneumoniae (meningitis) 0.25 1 H. influenzae ATCC® 49766 0.08-0.12 0.016 - 256 pg/mlL Enterococcus spp. 8 16 32 | Coagulase-negative staphylococci 4 4 E. faecalis ATCC® 29212 0.25-1 0.25-16/0.064-4 pg/mL PML 14
Staphylococcus spp. 4 8 16 | Viridans group streptococci 2 2 S. pneumoniae ATCC® 49619 0.03-0.25 Enterococcus spp. 2 2 K. pneumoniae ATCC® 700603 PM  0.25-1
Haemophilus spp. 05 - - H. influenzae (infections other than meningitis) 2 2 B. fragilis ATCC® 25285 0.03-0.25 Streptococcus groups A, B, C and G 2 2 PML  0.064-
S. pneumoniae 0.25 05 1 H. influenzae (meningitis) 0.25 1 B. thetaiotaomicron ATCC® 29741 0.125-0.5 S. pneumoniae 2 2 0.25
Streptococeus spp. B-Hemolytic Group 05 R - | M. catarrhaiis 2 5 E. lenta ATCC® 43055 0.125-1 Viridans group streptococci 2 2 CEFOTAXIME / CEFOTAXIME + GLAVULANIC ACID (4 pg/mL) CT/CTL  |CT20.5 pg/mL and CT/CTL > 8 pg/mL or deformation of ellipse or phantom zone E. coli ATCC® 35218 CT <025
Streptococcus spp. Viridans Group 05 - - | N. meningitidis 0.25 025 |C. difficile ATCC® 700057 0.5-4 TEDIZOLID TZD-32 |S. aureus (including MRSA) 0.5 1 2 |Staphylococcus spp. 0.5 0.5 |S. aureus ATCC® 29213 0.12-1 0.25-16 /0.016-1 pg/mL CTL  0.016-
N. meningitidis 0.25 R - | Gram-positive anaerobes except C. difficile 2 8 0.002 - 32 pg/mL E. faecalis 0.25 - - |streptococcus groups A, B, C and G 05 05  |E. faecalis ATCC® 29212 0.25-1 0.064
Anaerobes 4 8 16  |Gram-negative anaerobes 2 8 S. pyogenes and S. agalactiae 0.5 - - S. anginosus Group 0.25 0.25 S. pneumoniae ATCC® 49619 0.12-0.5 K. pneumoniae ATCC® 700603 cT 1-4
L. monocytogenes 0.25 0.25 S. anginosus Group 0.25 - - CTL  0.125-1
Kingella kingae 0.03 0.03 AL WS |[EIEEEEEEEEED 4 g T | SEEEEE e U 3 |BamEs REEEE CHEH] CEFTAZIDIME / GEFTAZIDIME + CLAVULANIC ACID (4 pg/mL) TZ/TZL |72 >1 pg/mL and TZ/TZL > 8 pg/mL or deformation of ellipse or phantom zone E.col ATCC® 35218 Tz <05
PK/PD (Non-species related) breakpoints 2 8 0.016 - 256 pg/mL. Acinetobacter spp. 4 8 16 |Streptococcus groups A, B, C and G 1 2 E. faecalis ATCC® 29212 8-32 56RO T el TZL  <0.064
. . . .5~ .064-4 pg/ml < 0.l
METRONIDAZOLE MET-256 |Anaerobes 8 16 32 | Gram-positive anaerobes except C. difficile 4 4 B. fragilis ATCC® 25285 0.25-1 Other Non-Enterobacteriaceae 4 8 16 |S. pneumoniae 1 2 E. coli ATCC® 25922 05-2
0.016 - 256 pg/mL C. difficile 2 2 |B. thetaiotaomicron ATCC® 29741 05-2 Staphylococcus spp. 4 8 16 |H. influenzae 1 2 |Paeruginosa ATCC® 27853 8-32 1% (RCMEAED QICEELEECS LZac2
Gram-negative anaerobes 4 4 C. difficile ATCC® 700057 0.125-0.5 Enterococcus spp. 4 8 16 |M. catarrhalis 1 2 H. influenzae ATCC® 49247 4-32 TZL  0.125-
H. pylori 8 8 Haemophilus spp. 2 4 8 N. gonorrhoeae 0.5 1 S. pneumoniae ATCC® 49619 0.06-0.5 05
MINOCYCLINE MC Enterobacteriaceae 4 8 16 | Staphylococcus spp. 0.5 1 S. aureus ATCC® 29213 0.06-0.5 N. gonorrhoeae 0.25 0.5-1 2 |N. meningitidis 1 2 N. gonorrhoeae ATCC® 49226 0.25-1
0.016 - 256 pg/mL Acinetobacter spp. 4 8 16  |Streptococcus groups A, B, C and G 0.5 1 E. faecalis ATCC® 29212 1-4 S. pneumoniae 1 2 4 |H.pylori 1 1 B. fragilis ATCC® 25285 0.125-0.5
B. cepacia 4 8 16 |S. pneumoniae 0.5 1 E. coli ATCC® 25922 0.25-1 Streptococcus spp. B-Hemolytic Group 2 4 8 C. jejuni and coli 2 2 B. thetaiotaomicron ATCC® 29741 8-32 ‘
s. maltophilia 4 s 16 M. influenzae 1 5 M. influenzae ATOC® 49766 012505 Streptococeus spp. Viridans Group 2 4 8 Gorynebacterium spp. 2 2 DL D ATCC® 49766 0.25-1 MBL: Metallo Beta Lactamase CODE INTERPRETATIVE CRITERIA Refer to MTS27 QUALITY CONTROL MIC  pg/mL
n q IMIPENEM / IMIPENEM + EDTA IPM/IPE P. ATCC® 27853 IPM <4
Other Non-Enterobacteriaceae 4 8 16 | M. catarrhalis 1 2 Anaerobes e 8 16 |Kingella kingae 0.5 05 * \PM/IPH aeruginosa
Staphylococcus spp. 4 8 16 |N. gonorrhoeae 05 1 TICARCILLIN- TLC  |Enterobacteriaceae 16 32-64 128 | Enterobacteriaceae 8 16 S. aureus ATCC® 29213 0.5-2 4-256/1-64 ug/mL. IPM/IPE > 8 pg/mL or deformation of ellipse or phantom zone IPE 1-4
. . CLAVULANIC ACID (2 pg/mL) P. aeruginosa 16 32-64 128 | Pseudomonas spp. 16 16 E. faecalis ATCC® 29212 16-64 » » > ; i : w
Enterococcus spp. 4 8 16 N. meningitidis 1 2 0.016 - 256 ug/mL Acinetobacter spp. 16 32-64 128 | Gram-positive anaerobes except C. difficile 8 16 E. coli ATCC® 25922 4-16 0.125-8/0.032-2 pg/ml. IPM/IPH 2 8 pg/mL. or deformation of ellipse or phantom zone S. maltophilia ATCO® 13636 IPM 64-256
N. meningitidis 2 - - B. cepacia 16 32-64 128 | Gram-negative anaerobes 8 16 P. aeruginosa ATCC® 27853 8-32 IPE 1-4
MOXIFLOXACIN MX Staphylococcus spp. 0.5 1 2 |Enterobacteriaceae 0.25 025 |S.aureus ATCC® 29213 X S. maltophilia ) 16 32-64 128 | PK/PD (Non-species related) breakpoints 8 16 E. coli ATCC® 35218 8-32
0.002 - 32 pg/mL. Haemophilus spp. 1 - - |staphylococcus spp. 0.25 0.25  |E. faecalis ATCC® 29212 0.06-0.5 Other Non-Enterobacteriaceae 16 32-64 128 K. pneumoniae ATCC® 700603 32-128
S. pneumoniae 1 2 4 | Streptococcus groups A, B, C and G 05 05 E. coli ATCC® 25922 0.008-0.06 Anaerobes 32 64 128 C. difficile ATCC® 700057 16-64
Anaerobes 2 4 8 |S. pneumoniae 0.5 0.5 |P aeruginosa ATCC® 27853 1-8 B. thetaiotaomicron ATCC® 29741 05-2
b iieress O O |RETED ALCOE oA DO E. lenta ATCC® 43055 16-64 GRD: i i D CODE INTERPRETATIVE CRITERIA Refer to MTS28 QUALITY CONTROL MIC  pg/mL
. catarrhalis . K . pneumoniae .06-0.; ) o
Corynebacterium spp. 0.5 05 N. gonorrhoeae ATCC® 49226 0.008-0.03 TIGECYCLINE TGC Refer to the FDA drug label Enterobacteriaceae 1 2 S. aureu§ ATCC® 29213 0.03-0.25 VANCOMYCIN / TEICOPLANIN VA/TEC VA or TEC >8 pug/mL S. aureus ATCC® 29213 VA 05-2
PK/PD (Non-species related) breakpoints 0.25 025 |B.fragiis : ATCC® 25285 0.12-0.5 0.016 - 256 pg/mL Staphylococcus spp. 0.5 0.5 E. faecalis ATCC® 29212 0.03-0.12 0.5-32/0.5-32 pg/mL + GISA: GRD+ and MIC Test Strip VA M.I.C. >4 pg/mL. TEC 1-4
B. thetaiotaomicron ATCC® 29741 1-4 Enterococcus spp. 0.25 0.5 E. coli ATCC® 25922 0.03-0.25 .
C. difficile ATCC® 700057 1-4 ) * hGISA: GRD+ and MIC Test Strip VA M.I.C. < 4 ug/mL S. aureus ATCC® 700698 VA 1-8
. Streptococcus groups A, B, C and G 0.25 0.5 H. influenzae ATCC® 49247 0.06-0.5
E.lenta ATCC® 43055 0.12-0.5 TEC 32
H. influenzae ATCC® 49766 0.008-0.03 PK/PD (Non-species related) breakpoints 0.25 0.5 S. pneumoniae ATCC® 49619 0.016-0.12 =
MUPIROGIN MUP-1024 | S. aureus (screening test for HLMR) 256 R 256 | Staphylococcus spp. 1 256 |S.aureus ATCC® 29213 0.06-0.25 B. fragilis ATCC® 25285 0.12-1 S. aureus ATCC® 700699 VA 416
0.064 - 1024 pg/mL B. thetaiotaomicron ATCC® 29741 0.5-2 TEC >82
NALIDIXIC ACID NA Enterobacteriaceae 16 - 32 | Not available E. coli ATCC® 25922 1-4 N. gonorrhoeae ATCC® 49226 0.06-0.5
0.016 - 256 pg/mL E. lenta ATCC® 43055 0.06-0.5
NETILMICIN NET  |Enterobacteriaceae 8 16 32 |Enterobacteriaceae 2 4 S. aureus ATCC® 29213 <025 C. difficile ATGC® 700057 0.125-1
0.016 - 256 pg/mL P. aeruginosa 8 16 32 |Pseudomonas spp. 4 4 E. faecalis ATCC® 29212 4-16 TILMICOSIN TIL-32 | Refer to CLSI VETO1S Not available S. aureus ATCC® 29213 1-4 AmpC CODE INTERPRETATIVE CRITERIA Refer to MTS29 Tentative QUALITY CONTROL MIC  pg/mL
Acinetobacter spp. 8 16 32 | Acinetobacter spp. 4 4 |Ecol ATCC® 25922 <051 0.002 - 32 pg/ml. E. faecalis AICC® 20212 8-32 CEFOTETAN / CEFOTETAN+ CLOXACILLIN CN/CNX | CN/CNX 8 pg/mL or deformation of ellipse or phantom zone K. pneumoniae ATCC® 700603 CN 052
Other Non-Enterobacteriaceae 8 16 32 |S. aureus 1 1 P aeruginosa ATCC® 27853 0.5-8 TOBRAMYCIN ™ Enterobacteriaceae 4 8 16 Enterobacteriaceae 2 4 S. aureus ATCC® 29213 0.12-1
g - aerug g TM-1024 0.5-32/0.5-32 pg/mL. CNX  05-2
Staphylococcus spp. 8 16 32 | Coagulase-negative Staphylococci 1 1 0.016 - 256 pg/mL . P. aeruginosa 4 8 16 Pseudomonas spp. 4 4 E. faecalis ATCC® 29212 8-32
PK/PD (Non-species related) breakpoints 2 4 0.064 - 1024 ug/mL Acinetobacter spp. 4 8 16  |Acinetobacter spp. 4 4 E. coli ATCC® 25922 0.25-1
NITROFURANTOIN NI Enterobacteriaceae 32 64 128 |Enterobacteriaceae 64 64 [S.aureus ATCC® 29213 8-32 Other Non-Enterobacteriaceae 4 8 16 |S.aureus 1 1 P. aeruginosa ATCC® 27853 0.25-1
= i B Staphylococcus spp. 4 8 16  |Coagulase-negative staphylococci 1 1
0.032 - 512 pg/mL Staphylococcus spp. 32 64 128 | Staphylococcus spp. 64 64 E. faecalis ATCC® 29212 4-16 phyl Pp. PK/SD e Sie':ies rEI:'eVd) — ) . KPC: Klebsiella PP CODE INTERPRETATIVE CRITERIA Refer to MTS35 QUALITY CONTROL Result
Enterococcus spp. 32 64 128 | Enterococcus spp. 64 64 E. coli ATCC® 25922 4-16 2 3 - o
S aEs e, B,Gar@ G . & EIEETE e o TRIMETHOPRIM TR Enterobacteriaceae 8 _ 16 Enterobacteriaceae 2 4 S. aureus ATCC® 29213 14 ERTAPENEM / ERTAPENEM + PHENYLBORONIC ACID ETP/EBO  |ETP/EBO = 8 pg/mL or deformation of ellipse or phantom zone K. pneumoniae ATCC® BAA-1706 KPC negative
Aerococcus sanguinicola and urinae 16 16 0.002 - 32 pg/mL. Staphylococcus spp. 8 - 16 | Staphylococcus spp. 2 4 E. faecalis ATCC® 29212 0.12-05 0.125-8/0.032-2 pg/mL
NORFLOXACIN NX Enterobacteriaceae 4 8 16 Enterobacteriaceae 0.5 1 S. aureus ATCC® 29213 0.5-2 Enterococcus spp. 0.03 1 E. coli ATCC® 25922 0.5-2 MEROPENEM / MEROPENEM + PHENYLBORONIC ACID KPC positive MRP/MBO | MRP/MBO = 8 pg/mL or deformation of ellipse or phantom zone K. pneumoniae ATCC® BAA-1705 KPC  positive
0.016 - 256 pg/mL P. aeruginosa 4 8 16 E. faecalis ATCC® 29212 2-8 Streptococcus groups A, B, C and G 2 2 P. aeruginosa ATCC® 27853 >64 0.125-8 /0.032-2 pg/mL
Other Non-Enterobacteriaceae 4 8 16 E. coli ATCC® 25922 0.03-0.12 TRIMETHOPRIM- TS Enterobacteriaceae 2 = 4 Enterobacteriaceae 2 4 S. aureus ATCC® 29213 <05
SULFAMETHOXAZOLE (1/19) Acinetobacter spp. 2 - 4 S. maltophilia 4 4 E. faecalis ATCC® 29212 <05
Staphylococeus spp- 4 8 16 P aeruginosa ATCC® 27853 1-4 0.002 - 32 pg/mL B. cepacia 2 . 4 |Acinetobacter spp. 2 4 E. coli ATCC® 25922 <05
Enterococcus spp. 4 8 16 S. pneumoniae ATCC® 49619 2-8 S. maltophilia 2 - 4 |Staphylococcus spp. 2 4 P. aeruginosa ATCC® 27853 8-32
OFLOXACIN OF Enterobacteriaceae 0.12 0.25-1 2 |Enterobacteriaceae 0.25 05 S. aureus ATCC® 29213 0.12-1 Other Non-Enterobacteriaceae 2 - 4 |Enterococcus spp. 0.03 1 H. influenzae ATCC® 49247 0.03-0.25
_ n 9 . Staphylococcus spp. 2 - 4 Streptococcus groups A, B, C and G 1 2 S. pneumoniae ATCC® 49619 0.12-1
0.002 - 32 pg/mL. P. aeruginosa 2 4 8 Staphylococcus spp. 1 1 E. faecalis ATCC® 29212 1-4 Haemophilus spp. 05 12 4 S. pheumoniae 1 5 (5} (e ATCO® 49766 0.016-0.06
Other Non-Enterobacteriaceae 2 4 8 S. pneumoniae 0.12 4 E. coli ATCC® 25922 0.016-0.12 S. pneumoniae 0.5 E) 4 H. influenzae 0.5 1
Staphylococcus spp. 1 2 4 H. influenzae 0.06 0.06 P. aeruginosa ATCC® 27853 1-8 N. meningitidis 0.12 25 0.5 | M. catarrhalis 0.5 1
: ) ) ) g L. monocytogenes 0.0 0.06
Haemophilus spp. 2 M. catarrhalis 0.5 0.5 H. influenzae ATCC® 49247 0.016-0.06 P, multocida 0.25 025
N. gonorrhoeae 0.25 0.5-1 2 N. gonorrhoeae 0.12 0.25 S. pneumoniae ATCC® 49619 1-4 Kingella kingae 0.25 0.25
S. pneumoniae 2 4 8 PK/PD (Non-species related) breakpoints 0.25 0.5 N. gonorrhoeae ATCC® 49226 0.004-0.016 VANCOMYCIN VA S. aureus 2 -8 16 |S. aureus 2 2 S. aureus ATCC® 29213 0.5-2
Streptococcus spp. B-Hemolytic Group 2 4 8 H. influenzae ATCC® 49766 0.016-0.06 0.016 - 256 pg/mL. Staphylococcus spp. 4 8-16 32 Coagulase-negative staphylococci 4 4 E. faecalis ATCC® 29212 1-4
. Enterococcus spp. 4 8-16 32 Enterococcus spp. 4 4 S. pneumoniae ATCC® 49619 0.12-0.5
StrepiacoccllsISppE \ﬁndans. Srolp) 2 & 8 S. pneumoniae 1 - - Streptococcus groups A, B, C and G 2 2
OXACILLIN Oox S. aureus and S. lugdunensis 2 - 4 S. aureus and S. lugdunensis 2 2 S. aureus ATCC® 29213 0.12-0.5 Streptococcus spp. B-Hemolytic Group 1 - - S. pneumoniae 2 2
0.016 - 256 pg/mL. Coagulase-negative 0.25 - 0.5 |Coagulase-negative Staphylococci 0.25 0.25 E. faecalis ATCC® 29212 8-32 Streptococcus spp. Viridans Group 1 - - Viridans group streptococci 2 2
Staphylococei except S. lugdunensis and (Methicillin/Oxacillin Resistant Staphylococci) g’ad"‘;f"gi‘l’:‘“"e anaerobes except C. difficile ; g
S. pseudintermedius Corynebacterium spp. 2 2
S. pseudintermedius 0.25 0.5 Aerococcus sanguinicola and urinae 1 1
PENICILLIN G PG Staphylococcus spp. 0.12 - 0.25 |S. aureus 0.12 0.12 S. aureus ATCC® 29213 0.25-2
0.002 - 32 pg/mL or PG-2 Enterococcus spp. 8 - 16 Streptococcus groups A, B, C and G 0.25 0.25 E. faecalis ATCC® 29212 1-4 ANTIFUNGAL CODE LS| s< | Rs EUCAST S< R> QUALITY CONTROL MIC pg/mL
0.016 - 256 pg/mL. N. gonorrhoeae 0.06 0.12-1 2 S. pneumoniae (infections other than meningitis) 0.06 2 S. pneumoniae ATCC® 49619 0.25-1 INTERPRETATIVE CRITERIA 5 B MIC pg/mL B INTERPRETATIVE CRITERIA 6 MIC pg/mL 48 Hours
S. pneumoniae parenteral (nonmeningitis) 2 4 8 S. pneumoniae (meningitis) 0.06 0.06 N. gonorrhoeae ATCC® 49226 0.25-1 AMPHOTERICIN B AP Not available C. albicans 1 1 C. parapsilosis ATCC® 22019 0.25-1
S. pneumoniae parenteral (meningitis) 0.06 0.12 | Viridans group streptococci 0.25 2 B. fragilis ATCC® 25285 8-32 0.002 - 32 pg/mL C. glabrata 1 1 C. krusei ATCC® 6258 0.5-2
S. pneumoniae oral 0.06 0.12-1 2 N. gonorrhoeae 0.06 1 B. thetaiotaomicron ATCC® 29741 8-32 C. krusei 1 1 C. albicans ATCC® 90028 0.125-0.5
Streptococcus spp. B-Hemolytic Group 0.12 - - N. meningitidis 0.06 0.25 C. difficile ATCC® 700057 1-4 C. parapsilosis 1 1
Streptococcus spp. Viridans Group 0.12 0.25-2 4 Gram-positive anaerobes except C. difficile 0.25 0.5 C. tropicalis 1 1
N. meningitidis 0.06 0.12-0.25 0.5 |Gram-negative anaerobes 0.25 0.5 A. fumigatus 1 2
Anaerobes 0.5 1 2 Corynebacterium spp. 0.12 0.12 A. niger 1 2
Aerococcus sanguinicola and urinae 0.12 0.12 CASPOFUNGIN CAS-32 |C. albicans 0.25 0.5 1 Not available C. parapsilosis ATCC® 22019 0.25-2
Kingella kingae 0.03 0.03 0.002 - 32 pg/mL C. glabrata 0.12 0.25 0.5 C. krusei ATCC® 6258 0.25-1
L. monocytogenes 1 1 C. tropicalis 0.25 0.5 1 C. albicans ATCC® 90028 0.064-0.25
P. multocida 0.5 0.5 C. krusei 0.25 0.5 1
PK/PD (Non-species related) breakpoints 0.25 2 C. parapsilosis 2 4 8 H H H H H H H
PIPERAGILLIN PP |Enterobacteriacoae 16 %64 128 |Entoobacioraceas 5 16 |5 auews NG 20213 o C. gullermonci 2 . 5 BIOANALYSE TIBBI MALZEMELER SANAYI VE TICARET LIMITED SIRKETI
0.016 - 256 pg/mL P. aeruginosa 16 32-64 128 | Pseudomonas spp. 16 16 E. faecalis ATCC® 29212 1-4 FLUCONAZOLE FL C. albicans 2 4 8 C. albicans 2 4 C. parapsilosis ATCC® 22019 1-8
Acinetobacter spp. 16 32-64 128 | Gram-positive anaerobes except C. difficile 8 16 E. coli ATCC® 25922 1-4 0.016 - 256 pg/mL C. glabrata 32 64 C. glabrata 0.002 32 C. krusei ATCC® 6258 128-2256
Other Non-Enterobacteriaceae 16 32-64 128 | Gram-negative anaerobes 16 16 P. aeruginosa ATCC® 27853 1-8 C. parapsilosis 2 4 8 C. parapsilosis 2 4 C. albicans ATCC® 90028 0.125-0.5 u . .
Anaerobes 32 64 128 | PK/PD (Non-species related) breakpoints 4 16 E. coli ATCC® 35218 >64 C. tropicalis 2 4 8 C. tropicalis 2 4 Fa CtO ry: |.V€d I k OS B . 1 333 . Cad . 1 37 7 . SO k. N O . 5, Ye n I m a ha l.le - An ka ra / TU R KEY
B. fragilis ATCC® 25285 2-8 FLUCYTOSINE FC-32 Not available Not available C. parapsilosis ATCC® 22019 0.064-0.25
C. diffcile ATCO® 700057 416 0.002 - 32 pg/mL G lausel nrece o208 22 Phone: +90 312 39588 70 [pr] e Fax: +90 312 395 88 66
B. thetaiotaomicron ATCC® 29741 8-32 . i} . . . .
E. lenta ATCC® 43055 8-32 ITRACONAZOLE T Not available C. albicans 0.06 0.06 |C. parapsilosis ATCC® 22019 0.064-0.25 E -mal L 1N fo @ b 10ana Ly se.com e WWW. b 10ana Ly se.com
PIPERACILLIN- TPZ  |Enterobacteriaceae 16 32-64 128 | Enterobacteriaceae 8 16 |S.aureus ATCC® 29213 0.25-2 0.002 - 32 pg/mL (C: frzvaisz:::sls g.}g g.g (C: :‘r;:zns ﬂggg ggggs 0 géi?;zs
TAZOBACTAM (4 pg/mL) P. aeruginosa 16 32-64 128 |Pseudomonas spp. 16 16 E. faecalis ATCC® 29212 1-4 AA ﬂa\ZAs ‘1 2 . . .
0.016 - 256 pg/mL Acinetobacter spp. 16 32-64 128 | Gram-positive anaerobes except C. difficile 8 16 E. coli ATCC® 25922 1-4 A. =S 1 2
Other Non-Enterobacteriaceae 16 32-64 128 |Gram-negative anaerobes 8 16 P. aeruginosa ATCC® 27853 1-8 Al i dulgans 1 5
Haemophilus spp. 1 - 2 PK/PD (Non-species related) breakpoints 4 16 E. coli ATCC® 35218 0.5-2 A. — 1 2
Anaerobes 32 64 128 K. pneumoniae ATCC® 700603 8-32 -
H. influenzae ATCC® 49247 0.06-0.5
B. fragilis ATCC® 25285 0.125-0.5 KG - F R - 4 1
B. thetaiotaomicron ATCC® 29741 4-16
C. difficile ATCC® 700057 4-16
E. lenta ATCC® 43055 4-16




